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CCTGTGTTAAGCTGAGGTTTCCCCTAGATCTCGTATATCCCCAACACATACCTCCACGCACA 
CACATCCCCAAGAACCTCGAGCTCACACCAACAGACACACGCGCGCATACACACTCGCTCTC 
GCTTGTCCATCTCCCTCCCGGGGGAGCCGGCGCGCGCTCCCACCTTTGCCGCACACTCCGGC 
GAGCCGAGCCCGCAGCGCTCCAGGATTCTGCGGCTCGGAACTCGGATTGCAGCTCTGAACCC 
CCATGGTGGTTTTTTAAACACTTCTTTTCCTTCTCTTCCTCGTTTTGATTGCACCGTTTCCA 
TCTGGGGGCTAGAGGAGCAAGGCAGCAGCCTTCCCAGCCAGCCCTTGTTGGCTTGCCATCGT 
CCATCTGGCTTATAAAAGTTTGCTGAGCGCAGTCCAGAGGGCTGCGCTGCTCGTCCCCTCGG 
CTGGCAGAAGGGGGTGACGCTGGGCAGCGGCGAGGAGCGCGCCGCTGCCTCTGGCGGGCTTT 
CGGCTTGAGGGGCAAGGTGAAGAGCGCACCGGCCGTGGGGTTTACCGAGCTGGATTTGTATG 
TTGCACCATGCCTTCTTGGATCGGGGCTGTGATTCTTCCCCTCTTGGGGCTGCTGCTCTCCC 
TCCCCGCCGGGGCGGATGTGAAGGCTCGGAGCTGCGGAGAGGTCCGCCAGGCGTACGGTGCC 
AAGGGATTCAGCCTGGCGGACATCCCCTACCAGGAGATCGCAGGGGAACACTTAAGAATCTG 
TCCTCAGGAATATACATGCTGCACCACAGAAATGGAAGACAAGTTAAGCCAACAAAGCAAAC 
TCGAATTTGAAAACCTTGTGGAAGAGACAAGCCATTTTGTGCGCACCACTTTTGTGTCCAGG 
CATAAGAAATTTGACGAATTTTTCCGAGAGCTCCTGGAGAATGCAGAAAAGTCACTAAATGA 
TATGTTTGTACGGACCTATGGCATGCTGTACATGCAGAATTCAGAAGTCTTCCAGGACCTCT 
TCACAGAGCTGAAAAGGTACTACACTGGGGGTAATGTGAATCTGGAGGAAATGCTCAATGAC 
TTTTGGGCTCGGCTCCTGGAACGGATGTTTCAGCTGATAAACCCTCAGTATCACTTCAGTGA 
AGACTACCTGGAATGTGTGAGCAAATACACTGACCAGCTCAAGCCATTTGGAGACGTGCCCC 
GGAAACTGAAGATTCAGGTTACCCGCGCCTTCATTGCTGCCAGGACCTTTGTCCAGGGGCTG 
ACTGTGGGCAGAGAAGTTGCAAACCGAGTTTCCAAGGTCAGCCCAACCCCAGGGTGTATCCG 
TGCCCTCATGAAGATGCTGTACTGCCCATACTGTCGGGGGCTTCCCACTGTGAGGCCCTGCA 
ACAACTACTGTCTCAACGTCATGAAGGGCTGCTTGGCAAATCAGGCTGACCTCGACACAGAG 
TGGAATCTGTTTATAGATGCAATGCTCTTGGTGGCAGAGCGACTGGAGGGGCCATTCAACAT 
TGAGTCG6TCATGGACCCGATAGATGTCAAGATTTCTGAAGCCATTATGAACATGCAAGAAA 
ACAGCATGCAGGTGTCTGCAAAGGTCTTTCAGGGATGTGGTCAGCCCAAACCTGCTCCAGCC 
CTCAGATCTGCCCGCTCAGCTCCTGAAAATTTTAATACACGTTTCAGGCCCTACAATCCTGA 
GGAAAGACCAACAACTGCTGCAGGCACAAGCTTGGACCGGCTGGTCACAGACATAAAAGAGA 
AATTGAAGCTCTCTAAAAAGGTCTGGTCAGCATTACCCTACACTATCTGCAAGGACGAGAGC 
GTGACAGCGGGCACGTCCAACGAGGAGGAATGCTGGAACGGGCACAGCAAAGCCAGATACTT 
GCCTGAGATCATGAATGATGGGCTCACCAACCAGATCAACAATCCCGAGGTGGATGTGGACA 
TCACTCGGCCTGACACTTTCATCAGACAGCAGATTATGGCTCTCCGTGTGATGACCAACAAA 
CTAAAAAACGCCTACAATGGCAATGATGTCAATTTCCAGGACACAAGTGATGAATCCAGTGG 
CTCAGGGAGTGGCAGTGGGTGCATGGATGACGTGTGTCCCACGGAGTTTGAGTTTGTCACCA 
CAGAGGCCCCCGCAGTGGATCCCGACCGGAGAGAGGTGGACTCTTCTGCAGCCCAGCGTGGC 
CACTCCCTGCTCTCCTGGTCTCTCACCTGCATTGTCCTGGCACTGCAGAGACTGTGCAGATA 
ATCTTGGGTTTTTGGTCAGATGAAACTGCATTTTAGCTATCTGAATGGCCAACTCACTTCTT 
TTCTTACACTCTTGGACAATGGACCATGCCACAAAAACTTACCGTTTTCTATGA6AAGAGAG 
CAGTAATGCAATCTGCCTCCCTTTTTGTTTTCCCAAAGAGTACCGGGTGCCAGACTGAACTG 
CTTCCTCTTTCCTTCAGCTATCTGTGGGGACCTTGTTTATTCTAGAGAGAATTCTTACTCAA 
ATTTTTCGTACCAGGAGATTTTCTTACCTTCATTTGCTTTTATGCTGCAGAAGTAAAGGAAT 
CTCACGTTGTGAGGGTTTTTTTTTTCTCATTTAAAAT 
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></usr/ seqdb2/ sst/DNA/Dnaseqs .min/ss .DNA50914 
xsubunit 1 of 1, 555 aa, 1 stop 
xMW: 62736, pi: 5.36, NX(S/T): 0 

MPSWIGAVILPLLGLLLSLPAGADVKARSCGEVRQAYGAKGFSLADIPYQEIAGEHLRICPQ 

EYTCCTTEMEDKLSQQSKLEPENLVEETSHFVRTTFVSRHKKFDEFFRELLENAEKSLNDMF 

VRTYGMLYMQNSEVFQDLFTELKRYYTGGNVNLEEMLNDFWARLLERMFQLINPQYHFSEDY 

LECVSKYTDQLKPFGDVPRKLKIQVTRAFIAARTFVQGLTVGREVANRVSKVSPTPGCIRAL 

MKMLYCPYCRGLPTWPCNNYCLITWKGCIJ^QADLDTEWNLFIDAMLLVAERLEGPFNIES 

VMDPIDVKISEAIMNMQENSMQVSAKVFQGCGQPKPAPALRSARSAPENFNTRFRPYNPEER 

PTTAAGTSLDRLVTDIKEKLKLSKKVWSALPYTICKDESVTAGTSNEEECWNGHSKARYLPE 

IMJTOGLTNQimPEVDVDITRPDTFIRQQIMALRVMTNKLKNAYNGl^WFQD^ 

SGSGCMDDVCPTEFEFVTTEAPAVDPDRREVDSSAAQRGHSLLSWSLTCIVLALQRLCR 

Signal peptide: 

amino acids 1-23 



FIGURE 42A 



CGGACGCGTGGGCGGACGCGTGGGCaAAAGAACTCGGAGTGCCAAAGCTAAATi^GTTAGCTGAGA^^ 

CiySTTTGCAGCGCCTGCGCCGGGTGCGCCAACTACGCAAAGACCAAGCGGGCrCCGCGCGGACCGGCCGCGGGG 

TAGGGACCCGGCTTTGGCCTTCAGGCTCCCTAGCAGCGGGGAAAAGGAATTGCTGCCCGGAGTTTCTGCGGAGGT 

GGAGGGAGATCAGGAAACGGCTTCTTCCTCACTTCGCCGCCTGGTGAGTGTCGGGGAGATTGGCAZ^CGCCTAGG 

AAAGGACTGGGGAAAATAGCCCTGGGAAAGTGGAGAAGGTGATCAGGAGGCCGGTCCACTACGGCAGTTTATCTG 

TCTGATCAGAGCCaGACGCGACGCGTCCACTTCGCAGTTCTTTCa^GGTGTGGGGACCGCAGGAC^ 

TCCCGCCGCCCTCCGTACCAGCACTCCCAGGAGAGTCaGCCTCGCTCCCCAACGTCGAGGGCGCrCTGGCC^ 

AAAGTTCCTGTCCACTGTGATTCTCAATTCCTTGCTTGGTTTTTTTCTCCAGAGAACTTTTGGGTGGAGATATTA 

ACTTTTTTCTTTTTTTTTTTCCTTGGTGGAAGCTGCTCTAGGGAGGGGGGAGGAGGAGGAGAAAGTGAAATGTGC 

TGGAGAAGAGCGAGCCCTCCTTGTTCTTCCGGAGTCCCATCCa.TTAAGCCATCACTTCTGGaAGATTAAAGTTGT 

CGGACATGGTGACAGCTGAGAGGAGAGGAGGATTTCTTGCCAGGTGGAGAGTCTTCACCGTCTGTTGGGTGCATG 

TGTGCGCCCGCAGCGGCGCGGGQCGCGTGGTTCTCCGCGTGG&GTCTCACCTGGQACCTGAGTG AATGG CTCCCA 

GGGGCTGTGCGGGGCaTCCGCCTCCGCCTTCTCCACAGGCCTGTGTCTGTCCTGGAAAGATGCTAGCAATGGG^ 

CGCTGGCAGGATTCTGGATCCTCTGCCTCCTCACTTATGGTTACCTGTCCTGGGGCCAGGCCTTAGAAGAGGAGG 

AAGAAGGGGCCTTACTAGCTCAAGCTGGAGAGAAACTAGAGCCCAGCaCS^CTTCCACCTCCaiGC^ 

TTTTai.TCCTAGCGGATGATCAGGGATTTAGAGATGTGGGTTACCACGGATCTGAGATTAAAACACCTACTCTTG 

ACAAGCTCGCTGCCGAAGGAGTTAAACTGGAGAACTACTATGTCCAGCCTATTTGaiaiCCM^CCA 

TTATTACTGGAA^GTATCAGATACACACCGGACTTC:aAa^TTCTATC3iTAAGACCTACC(^ 

CTCTGGACAATGCCACCCTACCTCAGftAACTGiiAGGAGGTTGGATATTCAACGC^^ 

TGGGTTTTAACAGAAAAGAATGCATGCCCACCAGAAGAGGATTTGATACCTTTTTTGGTTCCCOT'.^ 

GGGATTACTATACACACTACAAATGTGACaGTCCTGGGATGTGTGGCTATGACTTGTATGAAAACGACS^^ 

CCTGGGACTATGACy^TGGCATATACTCCACACAGATGTACaCTCAGAGAGTACAGCAAATCTT^^ 

ACCCCACAAAGCCTATATTTTTATATACTGCCTATCaAGCTGTTCATTCACCACTGCAAGCTCCTGGCAGGTATT 

TCGAACACTACCGATCCATTATCAACATAAACAGGAGAAGATATGCTGCCATGCTTTCCTGCTTAGATGAAGC^ 

TCS^CaACGTGACaVTTGGCTCTAAAGACTTATGGTTTCTATAACaACAGCATTATCArrTACTCTTCA 

GTGGCCAGCCTACGGCAGGAGGGAGTAACTGGCCTCTCAGAGGTAGCAA?IGGAACATATTGGGAACK3AGGGA^^ 

GGGCTGTAGGCTTTGTG<:yiTAGCCCACTTCTGA?^AAACaAGGGAACAGTGTGTAAGGAACTTGTGC:^ 

ACTGGTACCCaiCTCTCATTTCACTGGCTGaAGGACAQATTGATGAGGACATTCAACTAGATGGCTATGATATCT 

GGGAGACCATAAGTGAGGGTCTTCGCTCaCCCCGAGTAGATATTTTGCmTAACaTTGACCCCTATACS^CC^ 

AAARAATGGCTCCTGGGCAGCAGGCTATGGGATCTGGAACaCTGCAATCCAGTa^GCC^ 

GaAATTGCTTACAGGAAATCCTGGCTACAGCGACTGGGTCCCCCCTCS^GTCTTTCAGCaACCTGGGACCG^ 

GTGGCACAATGAACGGATCACCTTGTCaACTGGCaAJ^GTGTATGGCrTTTCSJlCATCa^ 

GAGGGTGGRCCTATCTAACAGGTATCCaGGAATC GTGAA Q^^GCTCCTACGGAGGCTCTaVCAGTTCAACAA^ 

TGCAGTGCCGGTCAGGTATCCCCCCy^AAGACCCCAGAAGTAACCCTAGGCTCAATGGAGGGGTCTGGGGACCATG 

GTATAAAGAGGAAACCAAGAAAAAGAAGCCAAGOiAAAATCAGGCTGAGAAAAAGCAAAAGAAAAGC^^ 

GAAGAAGAAACAGCAGAAAGCAGTCTCAGGTAAACCAGCaWkTTTGGCrCGATAATATCGCTGGCCTi^^ 

GGCTTGTTTTC:ATGCTGTGCCACTCCAGAGACTTCTGCCACCTGGCCGCC:a.CACTGAAAACTGTCCTGCTCAGTG 

CCAAGGTGCTACTCTTGCAAGCCACACTTAGAGAGAGTGGAGATGTTTATTTCTCTCGCTCCTTTAGAAAACGTG 

GTGAGTCCTGAGTTCCaCTGCTGTGCTTCAGTCAACTGACCAAACACTGCTTTGAATTATAGGAGGAGAACAATA 

ACCTACCATCCGCAAGCS^TGCTAATTTGATGGAAGTTACAGGGTAGCATGATTAAAACTACCTTTGATAAATT^ 



